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HGT in
HGT in Cuscuta In NOT In
Orobanchaceae HGT Events |orobanchaceaelOrobanchaceae
In Cuscuta 18 (0.2) 78
NOT In 31 19437
Cuscuta
Chi-square test P-value < 0.00001
b —
e
g non-haustorial
haustorial
expression
Color Kei
140 A R
Row Z-Sscore  of 2
g &
@ R\
Q
c haustorial d
non-haustorial asterid
Total  |oypression _Erosi 4
Unique 42 30 basal eudicot
Shared 12 (8.8) 2 monocot _
fisher’s test| one-tailed, P-value = 0.046 basal angiosperm

shared genes are enriched for haustorial
expression
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