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IFig. S9. The phylogenetic tree of the SSL gene supports three HGT events. The H1 (H1.1, H1.3 represent the two HGT lineages in Cuscuta and Phelipanche reported by Zhang et
al., (2014). In addition, the OrthoFinder group 309 to which the SSL gene is assigned supports another HGT in a common ancestor of Cuscuta species marked by “H2”. The vertically

transmitted genes in Cuscuta and Orobanchaceae parasites are labeled as “V”.
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