
Figure S16. Heatmap showing small RNA abundance for each of the 75 C. campestris HGT genes.
DicerCall indicates the predominant size of small RNAs associated with each of the HGT genes. 
Most of the HGT genes produced 24 nt small RNAs, except for those highlighted in the figure. 
N: non-Dicer sizes (<20 nt or >24 nt). 
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Simplified gene descritption of 
best hit in Arabidopsis (Table S2)

LRR family protein
Unknown protein

LRR family protein
P-loop containing ATPase
Wall-associated kinase

Acyl-transferase
Unknown protein

MuDR transposase
Transducin/WD-40 repeat-like

GDSL lipase/ acyl hydrolase
LRR family protein

Wall-associated Kinase
Germin like protein

LRR family protein
Pectin lyase

Galactose mutatorase
PR5-like receptor kinase

Phospohotriesterase
Nucleic acid binding protein
FAD-binding family protein

LRR recpetor-like kinase family protein
Cytochrome P450

Amine oxidoreductase

hAT transposon
Retrotransposon gag protein

Retrotransposon gag-pol related

Unknown protein
Cytochrome P450

NADP-dependent oxidoreductase
F-box/RNI-like

LRR kinase family protein
Transducin/WD-40 repeat-like

PR5-like receptor kinase
NBS-ARC disease resistance protein

RNase H-like protein
LRR recpetor-like kinase family protein

Beta-glucosidase
GATA transcription factor

Ankyrin-repeat family protein
Pectin lyase-like protein

Histone deacetylase
Histone acetytransferase

Acyl-transferase family proetein
FAD-binding berberin family protein

hAT-family dimerisation domain
Mitochondrial transcription terminator factor

FAD-binding family protein
LRR recpetor-like kinase family protein

MuDR transposase
Transposon protein/unknown

Recpetor-like protein kinase
RING/U-box superfamily protein

LRR family protein
S-locus lectin Recpetor-like protein kinase

LRR family protein
tRNAse

Wall-associated kinase
FAD-binding berberin family protein

F-box family protein
Kinesin-related protein

LRR family protein

Transposase (Ptta/En/Spm family)
Transposase (Ptta/En/Spm family)

Amino acid transporter
Recpetor-like protein kinase

Amino acid transporter
Histone deacetylase

Thiol-disulphide oxidoreductase
Amino acid transporter

Phosphotriesterase superfamily protein

DNA/RNA helicase protein
Methionine-tRNA ligase

Unknown protein
F-box family protein/Unknown

F-box/RNI-like


