
Figure S15. Cuscuta HGTs are rich sources of small RNAs. Most of the HGT genes mainly produced 24 nt small RNAs, except for those highlighted 
in the figure. a) Heatmap showing expression of 147 small RNA loci overlapping C. campestris coding HGT genes. b) Expression profile of small RNA
loci overlapping noncoding, and pseudogene HGTs. 
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