Simplified gene descritption of
best hit in Arabidopsis (Table S2)

LRR family protein

Unknown protein

LRR family protein

P-loop containing ATPase
Wall-associated kinase
Acyl-transferase

Unknown protein

MuDR transposase
Transducin/WD-40 repeat-like
GDSL lipase/ acyl hydrolase

Cc_v0.1_Contig34187_07058
Cc_v0.1_Contigd2738_07477
Cc_v0.1_Contig48381_13176
Cc_v0.1_Contig130847_28444
Cc_v0.1_Contig56848_07145
Cc_v0.1_Contig14892_41551
Cc_v0.1_Contig49980_00612
Cc_v0.1_Contig249674 29048
Cc_v0.1_Contig22571_10667
Cc_v0.1_Contig3609_06616
LRR family protein Cc_v0.1_Contig34187_07057

Wall-associated Kinase Cc_v0.1_Contig14575_01846

Germin like protein Cc_v0.1_Contig205519_26719

LRR family protein Cc_v0.1_Contigd37972_11875

Pectin lyase Cc_v0.1_Contig172885_23445

Galactose mutatorase Cc_v0.1_Contig217765_24560

PR5-like receptor kinase Cc_v0.1_Contig172431_16373
Phospohotriesterase Cc_v0.1_Contig41987_00663

Nucleic acid binding protein Cc_v0.1_Contig122664_31992

FAD-binding family protein ~ Cc_v0.1_Contig2765_13249

LRR recpetor-like kinase family protein Cc_v0.1_Contig431685_39178
Cytochrome P450 Cc_v0.1_Contig81485_11959

Unknown protein Cc_v0.1_Contig17536_00774

Cytochrome P450  Cc_v0.1_Contig5000_22158

NADP-dependent oxidoreductase Cc_v0.1_Contig97116_09030
F-box/RNI-like Cc_v0.1_Contig48733_23939

LRR kinase family protein Cc_v0.1_Contig213121_06326
Transducin/WD-40 repeat-like Cc_v0.1_Contig46295_17574

PR5-like receptor kinase Cc_v0.1_Contig228851_08157

NBS-ARC disease resistance protein Cc_v0.1_Contig67298 21787
RNase H-like protein Cc_v0.1_Contig21930_00944

LRR recpetor-like kinase family protein Cc_v0.1_Contig33036_03694
Beta-glucosidase Cc_v0.1_Contig70751_10696

GATA transcription factor Cc_v0.1_Contig180818_22923

Ankyrin-repeat family protein Cc_v0.1_Contig79224_27886

Pectin lyase-like protein Cc_v0.1_Contig119953_26915

Histone deacetylase Cc_v0.1_Contigb6908_ 15264

Histone acetytransferase Cc_v0.1_Contig44550_14692

Amine oxidoreductase Cc_v0.1_Contig139462_09696

Acyl-transferase family proetein ~ Cc_v0.1_Contig2689_08538
FAD-binding berberin family protein Cc_ v0.1_Contig154672_40622
hAT-family dimerisation domain Cc_v0.1_Contig271957_30274
Mitochondrial transcription terminator factor Cc_v0.1_Contig357250_38603
FAD-binding family protein Cc_v0.1_Contig72639_11102

LRR recpetor-like kinase family protein Cc_v0.1_Contig66046_10572
MuDR transposase Cc_v0.1_Contig130198_39468

Transposon protein/unknown Cc_v0.1_Contig110006_32388

Recpetor-like protein kinase Cc_v0.1_Contig638733_16193

RING/U-box superfamily protein Cc_v0.1_Contig209294_29296

LRR family protein Cc_v0.1_Contig77230_15397

S-locus lectin Recpetor-like protein kinase Cc_v0.1_Contig108693_37940
LRR family protein Cc_v0.1_Contig13759_20150

tRNAse Cc_v0.1_Contig50709_05360

Wall-associated kinase Cc_v0.1_Contig56848 07146

FAD-binding berberin family protein Cc_ v0.1_Contig477093_39356

F-box family protein Cc_v0.1_Contig333379_22800

Kinesin-related protein Cc_v0.1_Contig162346_07709

LRR family protein Cc_v0.1_Contig257269_37298

hAT transposon Cc_v0.1_Contig234308_19622

Retrotransposon gag protein Cc_v0.1_Contig335241_ 29941

Transposase (Ptta/En/Spm family) Cc_v0.1_Contig35696_27743
Transposase (Ptta/En/Spm family) Cc_v0.1_Contig651774_27957

Amino acid transporter Cc_v0.1_Contig314625_28791

Recpetor-like protein kinase Cc_v0.1_Contig449938_15237

Amino acid transporter Cc_v0.1_Contig35060_25340

Histone deacetylase Cc_v0.1_Contig39025_01970

Thiol-disulphide oxidoreductase Cc_v0.1_Contig51308_16880

Amino acid transporter Cc_v0.1_Contig53702_29515

Phosphotriesterase superfamily protein Cc_v0.1_Contig48442_04378
Retrotransposon gag-pol related Cc_v0.1_Contig198076_41689

DNA/RNA helicase protein Cc_v0.1_Contig76675_23922

Methionine-tRNA ligase Cc_v0.1_Contig169540_00720

Unknown protein Cc v0.1_Contig31406_18153

F-box family protein/Unknown Cc v0.1_Contig2855_01303
F-box/RNI-like Cc_v0.1_Contig4d7755_16800
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Figure $16. Heatmap showing small RNA abundance for each of the 75 C. campestris HGT genes.
DicerCall indicates the predominant size of small RNAs associated with each of the HGT genes.
Most of the HGT genes produced 24 nt small RNAs, except for those highlighted in the figure.

N: non-Dicer sizes (<20 nt or >24 nt).



